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Translated fron: 11 to: 151 (entire region); ' 
oenetic Code used: Universal; Don, 7. Okt 1$93 15:25 Uhr 



Primer 

ECO r.I ~~ ~ . J 

XbQ 1 I > from here cDNA 

fr ° m * * Q R 1 H 0 * IT E T C jP S o C c « 

CVi 7T~ ASA CAG CGG ATC ATC CAT TAC i TAT gag acc agc agc cag tcc tcc aac 

id 19 23 37 46 55 



^^ CIV/:iTKRG HSVCTNP<Lnr 
CCC .uA ATT GTC TTC ATC ACC AAA ACC GCC CAT TCC CTC TCT ACC AAC CCC ACT CAC Lc 

64 73 6 - si ie» ieg 

£E) 1 > 3'-untransfated 

» ■ V q d Y I K D M K E H STOP region 

TCG GTC CAG GAC TAT ATC AAG G* C A T <5 AA< CAQ AAC TCA CTG ACC CAG AAG CGG TGG CCA 
^ lj3 1** 151 160 169 



AGO CAC AGC TCA CAC ACA TAA AGA GAA GAT GCC AAG GCC CCC TCC TCC ACC CAC CCC TAA 
154 193 211 Zzq 



229 

polyadenylation signal 

CTC TCA GCC CCA CTC ACC CTC TTG GAG CTT CCC TCC TTT GAA TTA AAC ACC ACT CAT GCT 
244 253 262 271 2so 2&9 

I > poly(A) tail or primer UNIP-2 

[ ceo RI 

! Xba 1 

, , , 1 ioc I 

CTT CAA AAA AAA AAA AAA AAT <T4 C7 rrr JAG A AT Tr 
3£4 3i 3 



Amino acid modifications in the peptide sequence 
are given in parentheses. 



Figure 1 
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Figure 2 
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Figure 3a 
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Figure 3b 
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Figur£ 4 



